SEQUENCE LISTING 

(1) GENERAL INFORMATION 

(i) applicant: Gallo, Robert c. 

Bryant, Joseph 

Lunardi-lskandar, Yanto . Cn „„ rac nf hcc, 

fii) title OF the invention: Therapeutic Fractions of sources of hCG 
(iii) NUMBER OF SEQUENCES: 37 

C1V C i) t 5SS0SS! N StfilJSSil Property/Technology Law 

(B) STREET: P.O. BOX 14329 

(C) CITY: Research Triangle Park 

(D) state: NC 

(E) COUNTRY: USA 

(F) ZIP: 27709 

(v) COMPUTER READABLE FORM: 
(A) MEDIUM TYPE: Diskette 
(b) computer: IBM compatible 

CO OPERATING SYSTEM: DOS 
(D) software: Patentin 

(Vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 09/677,15*! 

(B) FILING DATE: 02-OCT-2000 

(C) CLASSIFICATION: 

Cvil) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: PCT/US97/11210 

(B) FILING DATE: 24-JUN-1998 

(a) APPLICATION NUMBER: PCT/US97/11209 
(B) FILING DATE: 24-JUN-1998 
> A < APPLICATION NUMBER: PCT/US97/11448 
(B) FILING DATE: 24-3UN-1998 

(A) APPLICATION NUMBER: PCT/US97/11202 

(B) FILING DATE: 24-DUN-1998 

(A) APPLICATION NO: USSN 09/220,415 
(viil) ATTORNEY/ AGENT INFORMATION : 

(A) name: Steven J. Hultquist 

(B) REGISTRATION NUMBER: 28,021 

CO REFERENCE/DOCKET NUMBER : 4115-116 
fix) TELECOMMUNICATION INFORMATION : 

(A) TELEPHONE: 919-419-9350 

(B) TELEFAX: 919-419-9354 
C2) INFORMATION FOR SEQ ID NO:l: 

Cl) SEQUENCE CHARACTERISTICS: 

(A) length: 539 base pairs 

(B) type: nucleic acid 
CO STRANDEDNESS: single 
CD) TOPOLOGY: linear 

Cii) MOLECULE TYPE: DNA 
fix) FEATURE: 

CA) NAME/KEY: CDS 

CB) LOCATION: 26. .520 

^ «^ ^ gSS5^^1°SS , ™ |K 3 5S SS SS 52 

SS SS SS SS tfr S5 IS 1 & m Si ^ I 3S SI 100 

SS S3 5 SS 5 S SS JK SS SS ST. SB £S ^ SS 145 

155 SS S™ S I SS £ SS iS - - - £ 1 -5 ™ 

25 



196 

SSS ss si s SS SS %l % SS SS SSj SS SS 244 
£S SS SS SS £S £ "S S! SS S3 SS 1 S - - SS 292 

55 60 
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c, gc gc ccc cgc « - J£ « 53 «g tcc tac ffi 53 JK 

s s - as s £ ss ss s »| » - - - 1 - 36 

TCAATCCGC Tn> 

(2) INFORMATION FOR SEQ ID NO. 2. 

(i) SEQUENCE CHARACTERISTICS. 

(A) length: 165 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

r-i-i"! mdi ecule type: protein 

mt M^k ^ - - - «ii 

a?? Thr Trp »1. ser Lys Glu Pro Leu Arg Pro Arg cys Arg Pro He 
flsn A la Thr Leu Ala val clu Lys slu oly cys Pro val cys He Thr 
val Asn "r Thr He cys Ala c^y Tyr cys Pro Thr Met Thr Arg va! 

30 " 
Leu Gl „ Gly val Leu pro Ala Leu Pro Gin val val cys Asn Tyr Arg 
Asp val Arg Phe Glu se°r He Arg Leu Pro Gly cys Pro Arg Gly val 
Asn Pro val val Ser Tyr Ala val Ala Leu Ser Cys Gin cy ? s Ala Leu 
cys Arg Arg si? Thr Thr Asp cys Gly Gly Pro L,s „g His Pro Leu 
Thr cys ,11 Asp Pro Arg Phe Gin Asp ser Ser ser Ser Lys Ala Pro 
Pro Pr°o ser Leu Pro ser Pro ser Arg Leu Pro Gly Pro ser Asp Thr 

125 . 130 

pro lie Leu Pro Gin 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) type: amino acid 
CD) TOPOLOGY: linear 

(ii) molecule type: peptide 

f t t^MTO ""-J™ A!a Leu Pro Gin 

°> ^rSScE 0 C„AR^pSlCS ; 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

fflj SSI ESl^SEQ ID H0..4: 

Lei Gin Gly val Leu Pro Ala Leu Pro Gin 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 7 ammo acids 

(B) type: amino acid 
(D) TOPOLOGY: linear 
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%] SSI KscilfSf SEO I. NO:S: 
Gly val Leu Pro Ala Leu Pro 

5 

(2) INFORMATION FOR SEQ ID NO: 6: 

fi) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 13 amino acids 

(B) type: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

<S ^l^TXX^h, v.! val c y5 

U (A) length: 11 amino acids 
(B) type: amino acid 
(D) TOPOLOGY: circular, linear 
fii) MOLECULE TYPE : peptide 

^ | y f S E ^o p IT^W% ~ 

U; (A) length: 13 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
fii) MOLECULE TYPE: peptide 

^ ?Kf vSfSS^? 6 ?." -fr. »1. Leu Pr 

(2) INFORMATION FOR SEQ ID NO : 9 : 

Ci) SEQUENCE CHARACTERISTICS. 
U (A) length: 12 amino acids 
(b) type: amino acid 
(D) topology: linear 

(2) INFORMATION FOR SEQ ID NO: 10: 
(i) SEQUENCE CHARACTERISTICS. 

^ J (A) LENGTH: 11 amino acids 
(b) type: amino acid 
(D) TOPOLOGY: linear 

(2) INFORMATION FOR SEQ ID NO: 11: 
(i) SEQUENCE CHARACTERISTICS. 
U (A) LENGTH: 10 amino acids 
(b) type: amino acid 
(D) topology: linear 

(2) INFORMATION FOR SEQ ID NO: 12: 
(i) SEQUENCE CHARACTERISTICS. 
U; (A) length: 14 amino acids 
(b) TYPE: amino acid 
(D) topology: linear 



(2) INFORMATION FOR SEQ ID NO: 13: 
(i) SEQUENCE CHARACTERISTICS. 
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(A) length: 9 ammo acids 

(B) TYPE-: amino acid 
(D) TOPOLOGY: linear 

ffi? SSSSS K^IKSIVEQ ID NO:13: 
Leu Gin Gly val Leu Pro Ma Leu Pro 

(2) INFORMATION FOR SEQ IDNO:14: 
(i) SEQUENCE CHARACTERISTICS . 

(A) length: 8 amino acids 
(b) TYPE: amino acid 
(D) TOPOLOGY: linear 

m S« StION^SEQ 10 N0:14: 
Gin Sly val Leu Pro Ala Leu Pro 

(2) INFORMATION FOR SEQ ID NO: 15: 
m SEOUENCE CHARACTERISTICS. 
O) length : 10 amino acids 

(B) TYPE : amino acid 

(d) topology: linear 

(2) INFORMATION FOR SEQ ID NO: 16: 
r-i 1 SEOUENCE CHARACTERISTICS . 
O) (a) LENGTH : 11 amino acids 
Cb) type: amino acid 
Cd) TOPOLOGY: linear 

(2) INFORMATION FOR SEQ ^ NO:17: 
m SEOUENCE CHARACTERISTICS. 
C 3 (?) length: 12 amino acids 

(B) TYPE: amino acid 

(d) topology: linear 

(2) INFORMATION FOR SEQ ID NO: 18: 
(i) SEQUENCE CHARACTERISTICS. 

(A) length : 14 amino acids 

(B) TYPE: amino acid 
(D) topology: linear 

(2) INFORMATION FOR SEQ ID NO: 19: 
fi) SEQUENCE CHARACTERISTICS. 

UJ (A) LENGTH: 8 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

{i« SSStl Siil^SEQ 10 N0:19: 
Gly val Leu Pro Ala Leu Pro Gin 

(2) INFORMATION FOR SEQ ID NO: 20: 
Ml SEOUENCE CHARACTERISTICS. 

O) (a) length : 9 amino acids 
(B) type: amino acid 
(D) topology: linear 

a« SUENCI DESCRIPTION^SEQ ID NO: 20: 
Gly val Leu Pro Ala Leu Pro Gin Val 
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x 5 
(2) INFORMATION FOR SEQ ID NO: 21: 
L ; (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 
(b) type: amino acid 
(D) TOPOLOGY: linear 
(ii) molecule type: peptide Nn .->-|. 
(XI) SEQUENCE description: seq ID NO. 21. 
Gly val Leu Pro Ala Leu Pro Gin val val 
1 5 
(2) INFORMATION FOR SEQ ID NO: ii: 
U (i) SEQUENCE CHARACTERISTICS: 

(A) length: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 98 amino acids 
(b) TYPE: amino acid 
(d) TOPOLOGY: linear 
(ii) MOLECULE TYPE: peptide Mn . ?v 

y s^^ra^w^ - ^ " p if Arg 

Phe 6lu ser He irg Leu Pro Gly cys Pro Arg Gly Leu Asn Pro val 
ua1 ser Tyr Ala val Ala Leu ser cys Gin cys Ala Leu cys Arc Arg 
ser Thr Tnr Asp cys Gly Gly Pro Lys Asp His Pro Leu Thr cys Asp 
Asp P°ro Arg Phe Gin Asp ser ser ser ser Lys Ala Pro Pro Pro ser 
6 lL Pro ser Pro ser 1% Leu Pro Gly Pro Ser Asp Thr Pro lie Leu 
85 

pro Gin 

(2) INFORMATION FOR SEQ ID NO: 24: 
(i) SEQUENCE CHARACTERISTICS. 

(A) LENGTH: 88 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) molecule type: pepti de wfW4 . 

^li ^Arf A^^Ir^^l^^e An, Leu Pro Gly cys Pro 
l g Gly Leu Asn Pro val val ser Tyr Ala val Ala Leu ser cys Gin 
cys Ala Leu Cys Arg Arg ser Thr Thr asp cys Gly Gly Pro Lys Asp 
„ ls Pro 11 Thr cys Asp Asp fro Arg Phe Gin Asp ser ser ser ser 
Lys Ala Pro Pro Pro ser Leu Pro ser Pro ser Arg Leu Pro Gly Pro 



65 70 



sir Asp Thr pro lie Leu Pro Gin 

85 

(2) INFORMATION FOR SEQ ID NO: 25: 
(i) SEQUENCE CHARACTERISTICS: 

(A) length: 37 amino acids 

(B) type: amino acid 
(D) topology: linear 

(ii) MOLECULE TYPE: peptide wfWS - 

< T ri Cy? U Asp E Asp S Pro"™ Ph! Gl S Asp ' ser ser Ser Ser Lys Ala Pro 
pro Pro ser Leu Pro ser Pro Ser Arg Leu Pro Gly Pro ser Asp Thr 
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25 30 

20 

Pro He Leu Pro Gin 

CO (M LENGTH: 14 amino acids 
(r-) type: amino acid 
CD) topology: circular 

1 ( 2) INFORMATION FOR SEQ ID NO: 27: 
(a \ SEQUENCE CHARACTERISTICS. 

C Ca) length: 10 amino acids 
)r\ type: amino acid 
\l< STRANDEDNESS: single 
CD) TOPOLOGY: linear 

1 ( 2) INFORMATION FOR SEQ ID NO:28: 

Ci) SEQUENCE CHARACTERISTICS. 
Ca) LENGTH : 11 amino acids 
faf\ type: amino acid 
CO STRANDEDNESS: single 
rn^ topology: linear 
Ci i) MOLECULE type: protean N0 . 2g . 
Jxi) SEQUENCE ^ n val val Cys 

Gly val Leu Pro Ala Leu nru 1Q 

1 C2) INFORMATION FOR SEQ ID NO:29: 

Ci) SEQUENCE CHARACTERISTICS 
C CA) LENGTH: 12 amino acids 
> B ^ TYPE: amino acid 
\l< STRANDEDNESS: single 
CD) topology: linear 
Ci i) MOLECULE TYPE: protein 
&i) SEQUENCE DESCRmiON. SEQ a ID ^ ^ 
Leu Thr cys Asp Asp Pro Arg 1Q 
1 ( 2) INFORMATION FOR SEQ ID NO:30: 

m SFOUENCE CHARACTERISTICS. 
°{a) ?ENGTH: 24 amino acids 
>b) TYPE: amino acid 
>C) STRANDEDNESS: single 
fn) TOPOLOGY: linear 

Asp Pro Arg Phe Gin Asp ser ser 

(2 ) 2 INFORMATION FOR SEQ |D NO: 31: 
Ci) SEQUENCE CHARACTERISTICS. 
CA) LENGTH: 23 amino acids 
TrS type: amino acid 
CO STRANDEDNESS : Single 
(dS topology: linear 

Ala Leu Pro Gin val val cys 

(2 ) INFORMATION FOR SEQ ID NO: 32: 
Ci) SEQUENCE CHARACTERISTICS. 
CA) LENGTH: 23 amino acids 
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Cb) TYPE: amino acid 
(c) strandedness: single 
(D) topology: linear 

1 5 
pro Arg Phe Gin Asp Ser ser 

zo 

(2) INFORMATION FOR SEQ ID NO: 33: 
Ci) SEQUENCE CHARACTERISTICS: 

(A) length: 34 amino acids 

(B) TYPE: amino acid 

(C) strandedness: single 
CD) TOPOLOGY: linear 

cys ? ro v.l cy S n« Thr »,1 Asn Thr Thr He cys a! a Gly Tyr cys 

20 " 

pro Thr 

C2) INFORMATION FOR SEQ ID NO: 34: 
Ci) SEQUENCE CHARACTERISTICS: 

(a) length: 20 amino acids 
Cb) type: amino acid 
re) strandedness: single 
(D) topology: linear 

i 5 

val Arg Phe Glu 
20 

(2) INFORMATION FOR SEQ ID NO: 35: 
(i) SEQUENCE CHARACTERISTICS: 
(a) length: 9 amino acids 
(B) TYPE: amino acid 
(c) STRANDEDNESS: single 
(D) topology: linear 

SSSd SSIilKS^SEQ ID NO:35: 
val Leu Pro Ala Leu Pro Gin val val 

1 C2) INFORMATION FOR SEQ ID NO: 36: 

Ci) SEQUENCE CHARACTERISTICS: 
(a) length: 14 amino acids 
Cb) TYPE: amino acid 
(C) strandedness: single 
Cd) TOPOLOGY: linear 

1 C2) INFORMATION FOR SEQ ID NO: 37: 

Ci) SEQUENCE CHARACTERISTICS: 

(A) length: 15 amino acids 
Cb) TYPE: amino acid 
re) strandedness: single 
CD) TOPOLOGY: linear 



i 
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